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PROGRAMA DE DISCIPLINA

Nome da disciplina (cddigo): Genetics of Drug Resistance in Mycobacterium tuberculosis
(DAB5010/PCSD24)

Total: 01 | Praticos: 0 | Teodricos: 01 total: 2024 Mestrado
15 horas Doutorado

Pré-requisitos: Cursado a disciplina Co-requisitos: Ter proficiéncia em Inglés

DAC4074 (PCS-38 Mycobacterium (leitura, compreensdo e conversacgao).

tuberculosis: diagndstico laboratorial,
caracterizacdo molecular e resisténcia)

Professor(es) responsavel(eis):
Profa. Dra. Rosilene Fressatti Cardoso

Departamento: Analises Clinicas e Biomedicina (DAB/CCS/UEM)

Ementa: Theoretical approach on genes involved in mechanisms of resistance to anti
tuberculosis drugs in Mycobacterium tuberculosis.

Objetivo: To know the main mutations, in specific genes, related with resistance to
isoniazid, rifampicin, ethambutol, pyrazinamide and some second line anti-tuberculosis
drugs.

Programa:

Action of anti-tuberculosis drugs in Mycobacterium tuberculosis.
Definition of resistance in Mycobacterium tuberculosis.

Natural and acquired resistance.

Mechanisms of resistance to anti-tuberculosis drugs.

wok v

Rapid detection of mutations related to drug-resistant in Mycobacterium tuberculosis.

Metodologia:
Aulas expositivas da parte tedrica, que contemplem também a apresentagao de exemplos,
artigos e solu¢do de problemas praticos.
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Avaliacao:

Serd uma unica avaliacdo, com peso 1, a qual contara com apresentacdo de semindrios e
aulas expositivas, valendo de 0 (zero) a 10 (dez), cada. Nota final: serd a média aritmética
simples das duas atividades.

Conceitos:
A=9,0a10,0
B=75a89
C=6,0a74

R = inferior a 6,0

Serdo considerados aprovados os alunos que obtiverem os conceitos A, B ou C e
porcentagem minima de frequéncia de 75% de presenca.

Numero minimo de alunos: 02
Numero maximo de alunos: 06
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Referéncias:

Revistas cientificas:

Antimicrobial Agents and Chemotherapy
Clinical Immunology and Immunopathology
Journal of Clinical Microbiology

Journal Antimicrobial Chemotherapy
Memorias do Instituto Oswaldo Cruz
Tuberculosis

PlosOne

Journal of antibiotics
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